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Abstract

A fundamental horse (Equus caballus) synteny and comparative map has been constructed

using 282 type II (224 microsatellites; 58 RAPDs) and 82 type I markers (61 genes; 21

STSs) by somatic cell hybrid analysis. This synteny map provides an important foundation

for further linkage mapping and fine-resolution mapping of the whole genome. Synteny

mapping of type I markers also provides a comprehensive map of structural genes for the

horse, providing a basis for comparative mapping across species. Microsatellite and type

I markers were integrated for the horse X chromosome and some autosomes (Eca 2, 3, 4, 7,

9, 10 and 23) which will allow the horse gene map to be used for an understanding of the

genetic basis of traits of interest. As the information about the horse gene map

accumulates, candidate gene approaches for the study of genetic diseases in the horse

become appropriate research strategies.
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